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EU/EEA I 51J % SARS-CoV-2 LD HLA LA LD 2 X Hic7 b & T3 (ECDC: Threat

Assessment Brief: Implications of the further emergence and spread of the SARS CoV 2 B.1.1.529 variant of concern
(Omicron) for the EU/EEA first update 2 December 2021),
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N2 #HRIct~ 5 & 501Y RO Cp EIFRELS &Y, ¥ 7FA VA =T Db L) 05
{2720, BIC X o Tkt L HIE SN A RS E Z bz, 2 D729, 501Y %513
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https://www.cdc.gov/coronavirus/2019-ncov/science/science-briefs/scientific-brief-omicron-

variant.htm

e  Department Health Republic of South Africa. SARS-CoV-2 Sequencing & New Variant Update
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